[Association of fragile histidine triad gene (FHIT) with susceptibility to esophageal cancer. A preliminary study].
To identify loss of heterozygosity(LOH) and homozygous deletion on loci of fragile histidine triad gene(FHIT). Gene regions have been detected in 73 pairs of esophageal cancer samples using microsatellite DNA markers. Deletions of FHIT cDNA on 14 fresh esophageal cancer(EC) samples and 2 EC cell lines were screened by RT-PCR and DNA sequencing. High frequency of LOH was detected on loci D3S1480, D3S1481, D3S1234. Of 14 esophageal cancer samples 9(64.3%) had deletions of the FHIT gene, 7 of them were deletions in exon 1-4, and 5 of them were deletions in exon 5-9, the coding region. The whole FHIT gene was found deleted in an EC cell line, EC8733. It is suggested that the FHIT gene may play an important role in the genesis of EC. However, further study is needed to ascertain whether FHIT gene is indeed an EC susceptibility gene.